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Abstract 

Background Cell-to-cell communication is vital for tissues to respond, adapt, and thrive in the prevailing milieu. 
Several mechanisms mediate intercellular signaling, including tunneling nanotubes, gap junctions, and extracellular 
vesicles (EV). Depending on local and systemic conditions, EVs may contain cargoes that promote survival, neuropro-
tection, or pathology. Our understanding of pathologic intercellular signaling has been bolstered by disease models 
using neurons derived from human pluripotent stems cells (hPSC).

Methods Here, we used hPSC-derived retinal ganglion cells (hRGC) and the mouse visual system to investigate 
the influence of modulating EV generation on intercellular trafficking and cell survival. We probed the impact of EV 
modulation on cell survival by decreasing the catabolism of sphingomyelin into ceramide through inhibition of neu-
tral sphingomyelinase (nSMase), using GW4869. We assayed for cell survival in vitro by probing for annexin A5, phos-
phatidylserine, viable mitochondria, and mitochondrial reactive oxygen species. In vivo, we performed intraocular 
injections of GW4869 and measured RGC and superior colliculus neuron density and RGC anterograde axon transport.

Results Following twenty-four hours of dosing hRGCs with GW4869, we found that inhibition of nSMase decreased 
ceramide and enhanced GM1 ganglioside accumulation. This inhibition also reduced the density of small EVs, 
increased the density of large EVs, and enriched the pro-apoptotic protein, annexin A5. Reducing nSMase activ-
ity increased hRGC apoptosis initiation due to enhanced density and uptake of apoptotic particles, as identified 
by the annexin A5 binding phospholipid, phosphatidylserine. We assayed intercellular trafficking of mitochon-
dria by developing a coculture system of GW4869-treated and naïve hRGCs. In treated cells, inhibition of nSMase 
reduced the number of viable mitochondria, while driving mitochondrial reactive oxygen species not only in treated, 
but also in naive hRGCs added in coculture. In mice, 20 days following a single intravitreal injection of GW4869, we 
found a significant loss of RGCs and their axonal recipient neurons in the superior colliculus. This followed a more 
dramatic reduction in anterograde RGC axon transport to the colliculus.

Conclusion Overall, our data suggest that perturbing the physiologic catabolism of sphingomyelin by inhibiting 
nSMase reorganizes plasma membrane associated sphingolipids, alters the profile of neuron-generated EVs, and pro-
motes neurodegeneration in vitro and in vivo by shifting the balance of pro-survival versus -degenerative EVs.
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Background
Cells communicate with neighboring and distant cells 
through paracrine signaling via extracellular vesicles 
(EV). EVs are phospholipid bilayer membrane bound 
packets, containing nucleic acids, proteins, lipids, and 
organelles [1]. EVs can invade and deploy cargo into 
recipient cells and alter their phenotype [2]. Under physi-
ologic conditions, EVs envelop cell debris for clearance, 
and their cargoes can shape neuronal axon guidance, 
myelination, provide trophic support, enhance synap-
tic activity, and promote regeneration [3–9]. However, 
pathologic cells may transfer misfolded and aggregate 
proteins and disease-related nucleic acids via EVs to 
neighboring cells, promoting degeneration [10]. Based on 
this evidence, EVs and their cargoes are targets for neuro-
protective and regenerative therapies for neurodegenera-
tive diseases.

The goal of devising EV-based treatments for neuro-
degenerative diseases is challenged because several EV 
types have been distinguished based on size, cargoes, and 
mechanisms for biogenesis [1]. Primary EV types include 
exosomes, microvesicles, and apoptotic bodies. A com-
monality among exosomes, microvesicles, and apoptotic 
bodies is that their biogenesis appears to be dependent 
on the presence of a specific plasma membrane associ-
ated lipid, ceramide [11–13]. Ceramide concentration 
within plasma membranes can be locally altered via the 
hydrolysis of sphingomyelin by neutral sphingomyelinase 
(nSMase, also known as sphingomyelin phosphodies-
terase). Activation of nSMase alters plasma membrane 
associated lipid and protein profiles, producing apop-
totic bodies through membrane scission [14]. Inhibition 
of nSMase reduces the formation of exosomes by limit-
ing the ceramide-dependent pathway but increases the 
formation of microvesicles [11, 12]. Taken together, the 
metabolism of sphingomyelin into ceramide by nSMase 
significantly affects plasma membrane associated lipids 
and intercellular signaling via EVs [13]. The influence of 
the action of nSMase on plasma membrane associated 
lipids and EV signaling in the context of cell viability is 
central to understanding local and network pathophysiol-
ogy during stress.

Previous investigations suggest stem cell derived 
exosomes provide protection against progression of neu-
rodegenerative diseases, including glaucomatous optic 
neuropathy (glaucoma) [15–17]. Glaucoma is an age-
related neurodegenerative disease that causes irreversible 
vision loss by targeting retinal ganglion cells (RGC) and 

their axons for degeneration. Early pathological events 
underlying glaucoma include signatures of axonopa-
thy, identified by the loss of anterograde and retrograde 
RGC axonal transport [18–21]. Deficits in anterograde 
and retrograde RGC axonal transport decrease transfer 
of essential proteins and organelles to distal axons and 
brain-derived growth factor (BDNF) to RGCs needed to 
maintain communication between the retina and brain 
[18, 22–24]. In rodent models of glaucoma, evidence sug-
gests that exosomes derived from mesenchymal stem 
cells protect against axon degeneration [15, 16]. Based on 
this evidence, harnessing EV biogenesis appears to be a 
potential neuroprotective strategy for glaucoma.

Here, we tested the influence of reducing exosome 
generation in  vitro, using human pluripotent stem cell 
(hPSC)-derived retinal ganglion cells (hRGCs), and 
in vivo, employing the mouse visual system. We reduced 
exosome biogenesis through the ceramide-dependent 
pathway, using the nSMase inhibitor, GW4869 [25]. As 
expected, inhibition of nSMase decreased ceramide, 
but also increased GM1 ganglioside, which is a complex 
sphingolipid localized to RGCs that potentiates BDNF 
signaling [21, 26, 27]. As anticipated, nSMase inhibition 
decreased the production of small EVs, but also enhanced 
the generation of larger EVs expressing annexin A5 
(ANXA5, apoptotic bodies). We provide evidence that 
the increased density of large EVs and interactions with 
viable cells promotes degeneration. Using a coculture 
strategy consisting of cells treated with GW4869 and 
naïve cells, we observed inhibition of nSMase reduced 
the quantity of viable mitochondria in treated cells and 
increased accumulation of mitochondrial reactive oxy-
gen species in both treated and naïve cells. Finally, we 
found GW4869 reduced the density of RGCs and their 
target neurons in the superior colliculus (SC) along with 
degradation of RGC anterograde axonal transport to the 
SC. Our findings indicate that perturbing the physiologic 
catabolism of sphingomyelin by targeting nSMase recon-
figures plasma membrane associated sphingolipids and 
promotes neurodegeneration in vitro and in vivo by tip-
ping the physiologic equilibrium of the extracellular par-
ticle environment toward degeneration.

Materials and methods
Animals
All animal procedures were approved by the Vanderbilt 
University Institutional Animal Care and Use Committee 
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and were conducted in accordance with the Associa-
tion for Research in Vision and Ophthalmology (ARVO) 
Statement for the Use of Animals in Ophthalmic and 
Vision Research. C57BL/6 male mice, aged 45 to 60 d, 
were purchased from Charles River Laboratories (027, 
Wilmington, MA). Mice were housed at the Vanderbilt 
Division for Animal Care under a 12  h light 12  h dark 
cycle and provided water and standard rodent chow as 
desired.

In vivo pharmacology and neural tracing
We injected either saline, DMSO (2.89%, 1.5 µL), or 
GW4869 (10 µM, 1.5 µL, D1692, Millipore-Sigma, Burl-
ington MA) dissolved in DMSO (2.89%) into the vitreous 
body of eyes using a small-volume syringe and needle in 
anesthetized mice (2.5% isoflurane). We did not notice 
the formation of any corneal or lens opacities following 
the procedure. Some animals were sacrificed 1 d after 
injections for immunohistochemistry. For the remain-
der of the animals, we determined the influence of pro-
longed exposure to GW4869 (20 d). Two days prior to 
the 20-d endpoint, we injected 1% cholera toxin subunit 
b 488 (CTB, 1.5 µL, C34775, Invitrogen, Waltham, MA) 
into the eye near the ora serrata to track RGC uptake 
and anterograde axon transport of CTB to the SC. At 
the experimental endpoint, animals were sacrificed and 
perfused as described below. Whole retinas and brains 
were dissected out and fixed in 4% PFA. We then dis-
sected out the SC and performed coronal serial sections 
as described previously [19–21, 28].

Cell line and culture conditions
H9 hESCs were obtained from WiCell (WA09, Madi-
son, WI). H9 BRN3B-P2A-tdTomato-P2A-THY1.2 
hESCs were generated as previously described [29]. 
Following genome editing and proliferation, H9 
BRN3B-P2A-tdTomato-P2A-THY1.2 hESCs were 
chemically induced toward a RGC fate by the addi-
tion and subtraction of small molecules over 40 d [29]. 
After chemical differentiation and immunopurification 
by targeting THY1.2, cells were aliquoted at a density 
of 1 ×  106 to 5 ×  106 cells / mL of CryoStor (CS10, Mil-
lipore-Sigma). Cells were shipped overnight on dry ice 
from Johns Hopkins University School of Medicine to 
Vanderbilt University Medical Center and immediately 
stored in liquid nitrogen until use.

H9 BRN3B-P2A-tdTomato-P2A-THY1.2 hESCs differ-
entiated toward a RGC lineage (hRGC) were prepared for 
cultured as described in an earlier report [30]. At the time 
of use, hRGCs were thawed by gently swirling the vial in 
a 37 °C water bath for 1 min, and the vial was disinfected 
with 70% ETOH. One mL of thawed hRGCs were resus-
pend in 6 mL culture medium consisting of 1:1 DMEM/

F12 (10,565,018, Gibco, Waltham, MA) and Neurobasal 
medium (21,103,049, Gibco) and 2% B27 supplement 
(A1486701, Gibco), 1% N2 supplement (17,502,048, 
Gibco), and 1% gentamicin (15,710,064, Gibco). The cell 
suspension was centrifuged at 150 × g for 5  min. The 
supernatant was removed, and the cell pellet was resus-
pended in fresh culture medium. hRGCs were plated on 
4% HCl-washed borosilicate glass coverslips coated with 
poly-d-lysine (50 µL/mL, 24 h, 37  °C, A003E, Millipore-
Sigma) and laminin (10 µL/mL, 4  h, 37  °C, CB40232, 
Corning, Corning, NY) at a density of 6 ×  104 cells /  cm2. 
Cell cultures were maintained at 5%  CO2 37 °C.

We determined the influence of inhibiting nSMase 
activity by treating samples with GW4869 (5 to 10 µM) 
for 20 to 24  h. GW4869 working solutions contained 
2.89% DMSO; therefore, for most control experiments 
we added 2.89% DMSO for 20 to 24  h. We assayed the 
impact of inhibiting acid sphingomyelinase (aSMase) 
action by treating cells with 10 µM desipramine for 24 h. 
Desipramine stocks were made using double deionized 
water and working concentrations were produced by 
adding stock to culture medium. In some experiments 
we tested the influence of DMSO on outcome measure-
ments, adding fresh medium at the time of treatment 
(control). In a subset of experiments, we measured initia-
tion of apoptosis using pSIVA (15 µL/mL, APO004, Bio-
Rad Laboratories, Hercules, CA), following the directions 
provided by the manufacturer. For a few experiments, we 
compared pSIVA versus Propidium Iodide (10 µL/mL, 
Bio-Rad Laboratories) fluorescence following admin-
istration of 10  µM GW4836 in cultured Adult Retinal 
Pigmented Epithelial cells (ARPE-19, CRL-2302, ATCC, 
Manassas, VA).

In a subset of experiments, we determined the influ-
ence of GW4869 on intercellular trafficking of mitochon-
dria and CTB using a coculture strategy. One group of 
cells were plated at a density of 3 ×  104 cells /  cm2. The 
following day, we treated cells with either GW4869 or 
DMSO for 20 to 24 h. Afterwards, we exchanged the drug 
conditioned medium twice with fresh medium. After 
the last medium exchange, we added 0.5% CTB-488 and 
300 nM MitoTracker Deep Red (M22426, Invitrogen) and 
incubated at 37 °C for 1 h. Following incubation, we per-
formed two fresh medium exchanges to remove residual 
CTB and MitoTracker. Then, we plated a second group of 
naïve cells at a density of 3 ×  104. The following day, we 
prepared samples for live imaging. In a small number 
of experiments, we confirmed mitochondria and CTB 
labeling, using CellLight Mitochondria-GFP Bacmam 
(C10600, Invitrogen) and CTB-647 (C34778, Invitrogen).

In a different set of experiments, we employed a simi-
lar coculture approach to measure mitochondrial reac-
tive oxygen species. Again, we plated one group of cells 
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at a density of 3 ×  104 cells /  cm2. The next day, we treated 
samples with either DMSO or GW4869. Following 20 to 
24 h of drug treatment, we performed two fresh medium 
exchanges, and then incubated cells in 0.5% CTB-488 
for 1  h. After incubation, we performed another two 
medium exchanges to remove residual CTB-488. Then, 
we plated a second group of naïve hRGCs at a density of 
3 ×  104 cells /  cm2. The next day, we incubated the cocul-
ture in mtSOX Deep Red (10 µm/L, MT14, Dojindo Lab-
oratories, Kumamoto, Japan) for 30 min and performed 
live imaging.

Immunocytochemistry, immunohistochemistry, 
and imaging
Immunocytochemistry was performed as previously 
described [30, 31]. Cells were fixed for 30  min in 4% 
paraformaldehyde. Afterwards, cells were incubated in a 
blocking solution containing 5% normal donkey serum, 
0.1% Triton-X, and DPBS for 2  h at room temperature. 
After blocking, we used the following primary antibod-
ies: nSMase2 (1:200, ab85017, Abcam, Cambridge UK), 
GM1 ganglioside (1:200, ab23943, Abcam), ceramide 
(1:100, C8104, Millipore-Sigma). We incubated cells in 
blocking solution plus primary antibodies overnight at 
4  °C. The following morning, we washed cells 3 times 
with DPBS, and then, incubated cultures in appropriate 
secondary antibodies (Jackson ImmunoResearch Labora-
tories, West Grove, PA) for 2 h at room temperature. In 
a subset of experiments, we confirmed ceramide labeling 
using C6-NBD Ceramide (10 µM, 810209P, Avanti Polar 
Lipids, Alabaster, AL).

Immunohistochemistry was performed as previous 
described [32]. At the time of use, mice were transcar-
dially perfused with PBS followed by PFA (4%). Whole 
retinas were dissected from the eye and post fixed in 
4% PFA for 2 h at room temperature. After rinsing PFA, 
retinas were incubated in a 30% sucrose gradient for 3 d 
followed by 3 freeze–thaw cycles at -80 °C-room temper-
ature. Afterwards, tissues were blocked (5% normal don-
key serum, 0.1% Triton-X) for 2 h at room temperature. 
Then, retinas were incubated in blocking solution plus 
primary antibodies against nSMase2 (1:200, ab85017, 
Abcam), RNA-binding protein with multiple splicing 
(RBPMS, 1:500, GTX118619, GeneTex, Irving, CA), POU 
class 4 homeobox  1 (Brn3a, 1:200, AB5945, Millipore-
Sigma), NeuN (1:500, 12,943, Cell Signaling Technolo-
gies, Danvers, MA) for 3 d at 4  °C. After incubating in 
primary antibodies, retinas were rinsed with PBS and 
incubated in appropriate secondary antibodies (Jackson 
ImmunoResearch Laboratories) for 2 h at room tempera-
ture. Finally, retinas were mounted onto slides and cover-
slipped with Fluormount G. All imaging was performing 
using a Nikon spinning disk confocal microscopy at the 

Vanderbilt University Nikon Center for Excellence as 
described earlier [31]. Laser line intensity and exposure 
time were kept constant for each dependent variable 
between conditions.

Image analysis
We measured mean fluorescence intensity (intensity) for 
each dependent variable (e.g. nSMase2, GM1 ganglioside, 
MitoTracker, mtSOX) by outlining cell profiles, using the 
freehand draw function in ImageJ (Version 1.53t, NIH, 
Bethesda, MD). We performed colocalization analysis in 
ImageJ, using the Costes’ threshold Mander’s coefficient 
method as previously described [33]. For mouse retinas, 
we measured nSMase2 and CTB mean intensity in the 
RGC layer, indicated by RBPMS or Brn3a labeling. We 
measured RGC density and SC neuron density using sim-
ilar methods previously described [19, 28]. We quantified 
RGC axon transport of CTB to the SC using methods 
previously described [19–21, 28, 32]. For representative 
graphics, we typically used the background subtraction, 
enhance contrast, and despeckle functions provided in 
ImageJ. During image analysis, investigators were not 
blinded regarding experimental condition.

Extracellular vesicle isolation and particle analysis
For isolation of extracellular vesicles, cells were grown 
to 70–80% confluency. Growth media was removed and 
then replaced with growth media containing 10  µM 
GW4869 or growth media containing DMSO (2.89%, 
vehicle). After 20–24 h, culture media was collected and 
subjected to differential centrifugation as described pre-
viously [34]. After each step, supernatant was transferred 
to a new tube. Briefly, collected media was sequentially 
centrifuged for 10 min at 300 × g to remove any cells, and 
25  min 2000 × g to remove cell debris using a tabletop 
centrifuge. Supernatant was then centrifuged for 30 min 
at 10,000 × g MLA55 ultracentrifuge rotor (Beckman 
Coulter, Brea, CA) to remove microvesicles. Supernatant 
was then centrifuged at for 18 h at 100,000 × g in a Type 
45 Ti rotor (Beckman Coulter) to obtain small EVs. Small 
EV-containing pellets were resuspended in 200 µL sterile 
cold PBS and then re-pelleted at 100,000 × g for 4 h using 
a TLA55 rotor (Beckman Coulter) and resuspended in 50 
µL sterile PBS. Nanoparticle tracking (ZetaView, Particle 
Metrix, Ammersee, Germany) was used to determine EV 
size and number.

Western blot
For western blot analysis, small EVs were isolated as 
described above. After centrifugation at 100,000 × g, 
pellets were resuspended in 2% SDS. Protein concentra-
tion was determined using a Pierce BCA Protein Assay 
Kit (23,235, Thermo Fisher Scientific, Waltham, MA). 
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Small EV samples were loaded equally (10 µg) in 4–20% 
gradient SDS-PAGE gels (Bio-Rad Laboratories) and 
then transferred overnight at 4  °C to PVDF membranes 
(Millipore-Sigma). Membranes were first blocked using 
5% BSA in PBS with Tween (PBST) for 1 h at room tem-
perature. The primary antibody (Annexin A5, 1:200, 
AF399, R&D Systems) was diluted in 1% BSA in PBST 
and incubated overnight at 4  °C. AlexaFluor conjugated 
secondary antibody (Cy647, Jackson ImmunoResearch 
Laboratories) was diluted 1:1000 in 5% BSA in PBST and 
incubated for 2 h at room temperature. Membranes were 
imaged using a ChemiDoc MP imaging system (Bio-Rad 
Laboratories).

Data analysis
We used GraphPad Prism 9 (GraphPad Software, San 
Diego, CA) for statistical analyses. All data are reported 
as mean ± standard error of the mean (SEM). We per-
formed outlier analysis (Grubb’s test) and normality test 
(D’Agostino-Pearson) for each dataset prior to statistical 
comparison. We used parametric statistical test for data-
sets meeting the criteria for normality, and non-paramet-
ric statistics for datasets that failed normality test. We 
have identified each statistical test in the figure legends.

Results
We tested the impact of incubating hRGCs in GW4869 
(10  µM) or DMSO (2.89%) for 24  h on nSMase2 pro-
tein expression by immunolabeling [35]. We observed 
GW4869 degraded nSMase2 immunolabeling in hRGCs 
(Fig.  1A, B). Quantification of the mean intensity of 
nSMase2 immunofluorescence indicated GW4869 sig-
nificantly reduced protein expression by 12% compared to 
DMSO-treated cells (p = 0.0233, Fig.  1C). We confirmed 
immunolabeling of nSMase2 in  vitro by incubating cells 
only in secondary antibody. When only secondary anti-
body was included, immunofluorescence was muted 
and appeared randomly localized (Fig. S1A, B). Moreo-
ver, we tested and the influence of GW4869 on nSMase2 

immunofluorescence in RGCs in whole-mount retinas 
of mice. Similar to a previous report [36], we observed 
nSMase2 labeling in the RGC layer, identified by immuno-
reactivity against RBPMS, and we found 24 h after intra-
vitreal injection of GW4869, nSMase2 accumulation in 
the RGC layer significantly diminished by 30% (p = 0.0444, 
Fig. S2A, B).

Inhibition of SMase activity reduces the catabolism of 
sphingomyelin into phosphocholine and ceramide, which 
forms the transmembrane portion of the complex sphin-
golipid, GM1 ganglioside [37–39]. Therefore, we tested 
the influence of GW4869 on ceramide and GM1 gan-
glioside content in hRGCs. In DMSO-treated cultures, 
GM1 labeling appeared punctate, collecting mostly along 
hRGC neurites (Fig.  1D). Ceramide seemed to accu-
mulate mostly in the soma with additional fluorescence 
sparsely localized along neurites (Fig. 1D). We confirmed 
localization of ceramide, using C6-NBD ceramide (Fig. 
S1C). Following treatment with GW4869, GM1 puncta 
appeared larger and densely localized within hRGC 
neurites, and ceramide labeling appeared fragmented 
(Fig. 1E). Quantification of the mean intensity produced 
by GM1 ganglioside and ceramide labeling indicated 
GW4869 significantly increased GM1 by 28% and signifi-
cantly reduced ceramide fluorescence by 27% compared 
to DMSO-treated cells (p < 0.001, Fig. 1F). Similarly, one 
day after an intraocular injection of GW4869, we found 
GM1 significantly increased by 12% in the RGC layer in 
whole-mount retinas compared to DMSO-treated con-
trol retinas (p = 0.0237, Fig. S2C, D).

Using data from a subset of cultures, we directly com-
pared GM1 versus ceramide labeling cell-by-cell. For 
DMSO-treated cells, we observed a positive correla-
tion between GM1 and ceramide (p = 0.0139, R2 = 0.12, 
Fig.  1G). Following treatment with GW4869, the posi-
tive correlation between GM1 and ceramide modestly 
increased (p < 0.001 R2 = 0.3, Fig. 1G). To further explore 
this result, we measured the percent of ceramide labeling 
colocalizing with GM1 and vice versa, using Mander’s 

Fig. 1 Inhibition of nSMase alters plasma membrane-associated lipids. A, B Example confocal images of (A) DMSO- and (B) GW4869-treated 3 
DIV hRGCs expressing tdTomato (orange) immunolabeled against nSMase2 (green). (C) GW4869 reduced nSMase2 immunofluorescence in hRGC 
cultures (p = 0.0233). N = 4 independent samples of 112 DMSO-treated cells (95 images) and 118 GW4869-treated cells (88 images). D, E Images 
of fixed (D) DMSO- and (E) GW4869-treated hRGCs immunolabeled against GM1 ganglioside (green) and ceramide (magenta). Inset indicates 
points of overlapping signals from GM1 and ceramide (arrowheads). (F, left) GW4869 significantly increased GM1 ganglioside (DMSO: N = 125 
cells across 110 images from 4 replicates; GW4869: N = 109 cells across 90 images from 5 replicates). (F, right) GW4869 decreased ceramide (Cer) 
localization to hRGCs (p < 0.001). DMSO: N = 48 cells across 26 images from 2 replicates; GW4869: 47 cells across 32 images from 2 replicates. G There 
is a positive relationship between GM1 and Cer immunolabeling intensity that is altered by GW4869 (DMSO: p = 0.0139, R2 = 0.12, GW4869: p < 0.001, 
R2 = 0.29). DMSO N = 48 cells from 2 replicates (26 images). GW4869 N = 47 cells across 2 replicates (32 images). H The percent of colocalization 
(Mander’s) between ceramide and GM1 immunolabeling is reduced by GW4869 (left, p < 0.001) but the percent of colocalization between GM1 
and ceramide remained unaltered (right, p = 0.5908). DMSO N = 48 cells from 2 replicates. GW4869 N = 47 cells across 2 replicates. Statistics: C, H 
Mann–Whitney test, (F) t-test, (G) Linear regression. Data presented as mean ± sem

(See figure on next page.)
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coefficients. We found GW4869 significantly reduced 
the percentage of ceramide fluorescence overlapping 
with GM1 labeling by 81% (p < 0.001, Fig. 1H, left). How-
ever, the proportion of GM1 fluorescence colocalizing 

with ceramide remained unchanged by GW4869 treat-
ment (DMSO = 25%, GW4869 = 26%, p = 0.5908, Fig. 1H, 
right). Given that ceramide and GM1 are not expected 
to be perfectly correlated because there are several other 

Fig. 1 (See legend on previous page.)



Page 7 of 17Risner et al. Cell Communication and Signaling          (2023) 21:305  

gangliosides with ceramide moieties, as well as other 
pools of ceramide, we therefore suspect inhibition of 
nSMase by GW4869 alters the composition of lipids 
in the plasma membrane by increasing GM1 ganglio-
side and diminishing ceramide unassociated with GM1 
ganglioside.

Inhibition of nSMase differentially influences the bio-
genesis of small and large EVs [11, 12]. Therefore, we 
reasoned GW4869 would reduce the generation of small 
EVs and enhance the production of large EVs by hRGCs. 
Thus, prior to harvesting cells for immunocytochemis-
try, we collected the supernatant and performed differ-
ential centrifugation to obtain extracellular material at 
10,000 and 100,000 × g (Fig. 2A). We tested if differential 
centrifugation separated smaller versus larger particles 
by particle tracking. Comparing the particle sizes from 
the 10,000 and 100,000 × g sediments of DMSO-treated 
cells, we found the peak particle size was 135 nm for the 
100,000 × g sediment and 195 nm for the 10,000 × g sedi-
ment (Fig.  2B, left). For the GW4869-treated cells, the 
peak particle size was 225  nm for the 100,000 × g pellet 
and 345 nm for the 10,000 × g pellet (Fig. 2B, left). Based 
on these observations, differential centrifugation appears 
to separate distinct distributions of EV-related material 
obtained from the supernatant of DMSO- and GW4869-
treated cells.

After testing the effectiveness of differential centrifu-
gation on particle separation by size, we assayed the 
influence of GW4869 by directly comparing the parti-
cle distributions within each sediment of DMSO- and 
GW4869 treated cells. In the 10,000 × g sediment, we 
found GW4869 significantly reduced the concentra-
tion of particles between 165 and 195  nm (p < 0.001) 
and enhanced the number of larger particles, ranging 
in size from 255 to 435  nm (p ≤ 0.0359, Fig.  2C, left). 
Similarly, for the 100,000  g pellet, we found GW4869 
significantly reduced the concentration of smaller par-
ticles between 135 to 165 nm (p ≤ 0.0115) and increased 
the concentration of particles between 195 to 405  nm 
(p < 0.0001, Fig.  2C, right). Using the 100,000 × g sedi-
ments from DMSO- and GW4869-treated cells, we 
probed for annexin A5 (ANXA5), a marker for apoptotic 
vesicles) [1]. Based on Western blot intensities, GW4869 
increased ANXA5 by 156% (p = 0.0115, Fig. S3). Our 
results indicate GW4869 degrades nSMase2 and cera-
mide expression, and this diminishment in nSMase2 and 
ceramide expression reduces small EVs, increases large 
EVs, and enhances the presence of apoptotic, ANXA5-
expressing, particles in the extracellular medium.

Next, we sought to further explore our finding that 
inhibition of nSMase by GW4869 promotes apoptosis as 
indicated by increased accumulation of ANXA5-express-
ing particles in the supernatant (Fig. S3). In control and 

GW4869-treated samples, we probed for apoptosis ini-
tiation by labeling cells with pSIVA (polarity-Sensitive 
Indicator of Viability and Apoptosis), which is an indi-
cator of extracellular exposure of phosphatidylserine 
and the binding partner of ANXA5 [40, 41]. For control 
samples, we noticed a few instances of pSIVA-positive 
cell bodies and blebs (Fig. 3A, left, Movie 1). Compared 
to controls, GW4869 appeared to increase degenerated 
pSIVA-positive somas and blebs, and accumulation in 
living cells (Fig. 3A, middle). In live samples, we noticed 
that in GW4869-treated cultures, pSIVA-labeled parti-
cles invaded or attached to cells and appeared to induce 
further degeneration over time (Movies 2 and 3).

In some samples, we sought to determine if exchang-
ing the original medium containing apoptotic particles 
with fresh medium affected on-going apoptosis. Fol-
lowing a 24  h treatment with GW4869, we performed 
a medium exchange to remove extracellular apoptotic 
particles. Then, we reapplied GW4869, treated cells with 
pSIVA, and performed time-lapse imaging. The medium 
exchange appeared to decrease the number of pSIVA-
positive blebs in the extracellular medium and reduced 
pSIVA intensity in living cells (Fig. 3A, right). We quanti-
fied the influence of GW4869 on apoptosis by measuring 
the average intensity of pSIVA over time for each region 
of interest. pSIVA intensity was greatest in GW4869-
treated cultures maintained in original medium com-
pared to control and GW4869-treated cultures with fresh 
medium (p < 0.001, Fig.  3B). Moreover, we found a sig-
nificant positive correlation between pSIVA intensity and 
time in the GW4869-treated cultures maintained in orig-
inal medium (p = 0.006), indicating increased apoptosis 
over time. However, this correlation was eradicated when 
the original medium was exchanged for fresh medium 
(p = 0.6363), suggesting that removing the apoptotic 
particles from the extracellular medium halted apopto-
sis. We validated this idea by measuring the number of 
pSIVA-positive particles for each condition. We found 
exchanging the medium in the GW4869-treated cultures 
significantly reduced the density of pSIVA-positive par-
ticles by 60% compared to GW4869-treated cells main-
tained in original medium (p = 0.0014, Fig. 3C).

During live imaging of hRGC cultures treated with 
GW4869 and maintained in original medium, we noticed 
instances where pSIVA-positive extracellular particles 
would invade or adhere to a putative axon, inducing an 
increase in pSIVA fluorescence over time (Fig. 3D, Mov-
ies 2 and 3). We sought to determine the direction (i.e., 
anterograde vs. retrograde) of degeneration by com-
paring pSIVA intensity along the putative axon versus 
somatic pSIVA intensity. We found pSIVA significantly 
accumulated within putative axons relative to the soma 
in hRGCs treated with GW4869 compared to control 
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Fig. 2 Inhibition of nSMase differentially modulates small and large EVs. A Schematic of workflow to obtain 10,000 × g and 100,000 × g 
sediments from hRGC supernatant. B 100,000 × g sediment contain smaller particles versus 10,000 × g sediment in both (left) DMSO- and (right) 
GW4869-treated cultures. Asterisks indicate p ≤ 0.0451. C Quantification of particle analysis of 10,000 and 100,000 × g pellets from supernatant 
of DMSO- and GW4869-treated cells. N = 3 independent samples from each condition. Asterisks indicate p ≤ 0.0115. Statistics: B, C Two-way repeated 
measures ANOVA, Bonferroni post hoc tests. Data presented as mean ± sem
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samples (p < 0.001, Fig. 3E). Finally, we performed experi-
ments relating apoptosis initiation (pSIVA fluorescence) 
to end-stage apoptosis, using Propidium Iodide (PI), a 
marker for late apoptosis. We performed these experi-
ments in ARPE 19 cells, revealed by CTB 647 labeling, 
instead of hRGCs because PI and tdTomato have similar 
excitation/emission spectra. As anticipated, we found 
GW4869 first induced an increase in pSIVA followed 
by an increase in PI in the same cell (Fig. S4). Based on 
these data, inhibition of nSMase increases the density of 
pro-apoptotic particles that may interact with living cells, 
promote degeneration, and apoptosis.

Next, we sought to provide additional evidence that 
inhibiting nSMase promotes apoptosis by measuring 
mitochondria viability [42]. Furthermore, based on our 
findings that GW4869 enhanced large EVs and apop-
totic bodies, which may harbor intact or fragmented 
mitochondria, we tested if inhibition of nSMase affects 
intercellular trafficking of mitochondria [43]. To measure 
intercellular trafficking of mitochondria, we employed 
a coculture system of GW4869-treated or control cells 
identified by acute labeling with cholera toxin subu-
nit B (CTB) and MitoTracker and naïve cells without 
labeling or drug treatment (Fig.  4A). In separate set of 
experiments, we also probed for mitochondrial reac-
tive oxygen species (mtSOX), using a similar coculture 
strategy (Fig.  4B). Based on images from live samples, 
we could visually distinguish cells heavily labeled by 
CTB (treated) from cells with weak CTB labeling (naïve, 
Fig.  4C). Regardless of treatment, in both cocultures, 
we saw accumulation of MitoTracker within naïve cells, 
indicating transfer of mitochondria between treated and 
naïve cells (Fig. 4C, Movies 4 and 5). We confirmed this 
finding, using a different mitochondria-labeling reagent. 
Again, we observed intact mitochondria in both treated 
and naïve cells (Fig. S5). In addition to intracellular 

mitochondria, we observed mitochondria in the extra-
cellular space in both DMSO- and GW4869-treated cell 
cultures (Fig.  4C).  Application of GW4869, significantly 
reduced intracellular MitoTracker labeling (p =  0.0083, 
Fig. 4E).

We further tested the notion that inhibition of nSMase 
promotes initiation of apoptosis by using a similar cocul-
ture strategy to probe for mitochondrial reactive oxy-
gen species (mtSOX, Fig.  4B). During live imaging, we 
noticed sparse accumulation of mtSOX inside of both 
DMSO-treated cells and fellow naïve cells (Fig. 4D). For 
cells directly treated with GW4869, mtSOX increased, 
and this also appeared so for naïve cells in the coculture 
(Fig. 4D). In addition to mtSOX collecting inside of cells, 
we also noticed mtSOX in the extracellular space for both 
conditions (Fig.  4D). We quantified mtSOX accumula-
tion by measuring mean intensity of mtSOX fluorescence 
separately within cells and in the extracellular space. 
We found GW4869 significantly enhanced mtSOX fluo-
rescence in both treated (+ 45%) and naïve cells (+ 40%, 
p < 0.0001, Fig.  4F). Furthermore, we found inhibiting 
nSMase by GW4869 significantly increased mtSOX labe-
ling by 6.5% in the extracellular space (p < 0.001). Based 
on these data, inhibiting nSMase appears to promote 
trafficking of damaged mitochondria from treated to 
naïve cells.

Based on our results from GM1 ganglioside labeling 
(Fig.  1D, E), we anticipated GW4869 would enhance 
CTB uptake because CTB binds to GM1 ganglioside 
[44]. In cocultures treated with GW4869, cells appeared 
more heavily labeled by CTB compared to control cocul-
tures (Fig.  4C, D). Furthermore, we noticed that inhib-
iting nSMase by GW4869 increased the deposition of 
CTB-labeled material in the extracellular space (Fig. 4C, 
D). We quantified intracellular uptake and extracellu-
lar deposition of CTB by measuring the mean intensity 

Fig. 3 Inhibition of nSMase increases apoptotic particles that promote degeneration. A Live spinning disk confocal images of tdTomato-expressing 
hRGCs (orange) labeled with polarity-Sensitive Indicator of Viability and Apoptosis (pSIVA, green) following treatment with DMSO (left), 
GW4868 with original medium (middle), or GW4869 with fresh medium (right). B Mean intensity of pSIVA over time from control (Ctrl, DMSO 
or no treatment) cells, cells treated with GW4869 and maintained in original medium, and GW4869-treated cells with fresh medium. DMSO 2 
replicates, 15 regions of interest (ROI), GW4869 original medium 4 replicates 18 ROIs, GW4869 fresh medium 2 replicates 15 ROIs. The average 
intensity of pSIVA plotted over time with linear regression lines of best fit. pSIVA intensity continued to increase in GW4869 original medium cultures 
(p = 0.006). Exchanging original medium with fresh medium reduced pSIVA intensity and halted apoptosis (p = 0.6363). pSIVA intensity detected 
from GW4869 original medium cultures was significantly greater than DMSO and GW4869 fresh medium conditions at each time point (p < 0.001). 
We did not detect a significant difference in pSIVA intensity between control and DMSO conditions (p ≥ 0.31). C Density of pSIVA-positive particles 
detected for each condition. GW4869 increased the number of pSIVA-positive particles in both original and fresh medium conditions (p ≤ 0.03). 
Removing the original medium and exchanging fresh medium reduced the number of pSIVA-positive particles in GW4869-treated cells. D Example 
time-lapse images of an hRGC treated with GW4869 and maintained in original medium with a degenerating putative axon. E Quantification 
of pSIVA localized to putative axons relative to somas following 48 min of live imaging. A value of 1 indicates equal intensity in somas and axons. 
pSIVA intensity was enhanced along the axons of cells treated with GW4869 and maintained in original medium (p < 0.001). DMSO: 2 replicates 
45 cells. GW4869: 4 replicates 79 cells. Statistics: (B) Linear regression. B Repeated measures Two-Way ANOVA, Tukey’s post hoc comparisons, (C) 
Kruskal–Wallis test, Dunn’s post-hoc comparisons, (E) Mann–Whitney test

(See figure on next page.)
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Fig. 3 (See legend on previous page.)
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of CTB fluorescence within treated and naïve cells and 
in the extracellular space, respectively. As expected, we 
observed less CTB in naïve cells compared to treated 
cells independent of condition (p < 0.001), proving the 
effectiveness of the coculture strategy. We found that 
GW4869 directly enhanced CTB labeling in treated cells 
(+ 59%, p = 0.003) and naïve cells compared to fellow cells 
in control cocultures (+ 143%, p < 0.001, Fig.  3G). Addi-
tionally, quantification indicated that GW4869 increased 
the deposition of CTB-labeled material in the extracellu-
lar space (+ 149%, p < 0.001, Fig.  4H). We validated that 
our results were due to the action of nSMase inhibition 
by also testing the influence of inhibiting aSMase on CTB 
uptake and transfer. We found that inhibition of aSMase 
by desipramine does not significantly affect CTB uptake 
by treated cells (p > 0.9999) or CTB migration to naïve 
cells (p = 0.229, Fig. S6). Based on these data, our result 
suggests that CTB uptake is enhanced via increased GM1 
expression due to the action of nSMase. 

Provided evidence that exosome supplementation pro-
duces neuroprotection in models of glaucoma and our 
findings that pharmacologically suppressing exosome 
generation increases apoptosis, we assayed the impact of 
intraocular injection of GW4869 on visual tissues in mice 
(Fig. 3) [15, 16]. We tested the influence of GW4869 on 
RGC and SC neuron density and RGC uptake and axonal 
transport of CTB to the SC. Eighteen days after a single 
intraocular injection of GW4869, we injected CTB into 
the eye. On day 20, we harvested tissues. At this time, 
CTB uptake by RGCs appeared diminished and RGC 
density seemed reduced (Fig.  5A). We found the den-
sity of BRN3A-positive RGCs significantly reduced by 
23% in GW4869-injected eyes (2931 ± 71 vs. 2236 ± 291 
cells/mm2, p = 0.0303, Fig.  5B). Quantification of CTB 
intensity in the RGC layer of whole-mount retinas 

demonstrated GW4869 significantly degraded CTB 
uptake by 40% compared to eyes injected with DMSO 
(p = 0.0005, Fig.  5C). To determine if GW4869 affected 
SC neuron viability, we counted the number of NeuN-
positive cells in the SC. We found the density of NeuN-
positive cells in the SC significantly reduced by 14% 
following intraocular injection of GW4869 compared 
to DMSO-injected eyes (8295 ± 385 vs. 7100 ± 205 cells/
mm2, p = 0.0043, Fig. 5D, E). Similar to the reduction in 
CTB uptake by RGCs, RGC axon transport of CTB to the 
SC appeared reduced by GW4869 (Fig. 5F, G). As antici-
pated based on visual inspection of CTB fluorescence in 
the SC, GW4869 significantly reduced CTB intensity in 
the SC by 41% compared to DMSO-treated eyes, indicat-
ing deficits in anterograde axonal transport produced SC 
neuron dropout (p = 0.0079, Fig. 5H).

Discussion
In this study we provide evidence that decreasing the 
biogenesis of putative exosomes by inhibiting nSMase, 
using GW4869, promotes degeneration in  vitro and 
in  vivo. In addition to reducing small EVs, inhibiting 
nSMase enhances the generation of larger EVs, includ-
ing putative microvesicles and apoptotic bodies. The 
increase in larger EVs and their interactions with viable 
cells promotes degeneration. Our findings, in the con-
text of developing treatments for neurodegenerations 
such as glaucoma, indicate that exosome supplementa-
tion may reduce disease progression [15, 16]. Moreover, 
our results suggest that harnessing particles that express 
apoptotic markers may also prove neuroprotective. These 
interventions may also increase the effectiveness of cell 
replacement therapies. Several studies provide evidence 
that donor hPSC- derived neurons have the potential to 
replace cells in host tissues lost to degeneration [45, 46]. 

(See figure on next page.)
Fig. 4 Direct inhibition of nSMase indirectly increases mitochondrial superoxide and CTB uptake in naïve cells. A Cartoon of coculture system 
to detect transfer of CTB and MitoTracker from treated to naïve cells. B Diagram of drug treatment, CTB labeling, and mtSOX labeling of hRGC 
cocultures. C Representative images of live tdTomato-positive hRGCs (orange) where control (Ctrl) or GW4869-treated cells were labeled with CTB 
(green) and MitoTracker (magenta) and naïve cells were not acutely labeled with CTB and MitoTracker. Arrowheads highlight MitoTracker located 
in the extracellular space. D Confocal images of live DMSO- (top) and GW4869-treated hRGCs (bottom) identified by CTB labeling (green) cocultured 
with naïve cells. Prior to live imaging, cultures were incubated in mtSOX (magenta) to recover degraded mitochondria. Arrowheads indicate mtSOX 
localized in the extracellular space. E GW4869 significantly reduced MitoTracker labeling in treated cells (p = 0.0083). 112 Ctrl treated cells and 123 
naïve cells from 11 replicates. 81 GW4869 treated cells and 125 naïve cells from 10 replicates. We did not detect a difference in MitoTracker labeling 
in vehicle and DMSO conditions (p ≥ 0.18) so data from both conditions were combined (Ctrl). F Quantification of accumulation of mtSOX in treated 
and naïve cells in Ctrl and GW4869-treated cocultures. GW4869 directly and indirectly (naïve) increased intracellular mtSOX fluorescence intensity 
compared to respective controls (p < 0.001). Ctrl coculture N = 32 Ctrl treated cells and 57 naïve cells from 10 replicates. GW4869 coculture N = 49 
GW4869 treated cells and 80 naïve cells from 7 replicates. We did not detect a significant difference between vehicle and DMSO-treated cocultures, 
so datasets were combined (p ≥ 0.14). G Treatment with GW4869 directly (treated) and indirectly (naïve) increased CTB uptake (p ≤ 0.003). Ctrl 
coculture N = 84 Ctrl treated cells and 98 naïve cells from 21 replicates. GW4869 coculture N = 88 GW4869 treated cells and 91 naïve cells from 12 
replicates. CTB uptake by cells in vehicle and DMSO-treated cocultures were similar and data were combined (p > 0.9999). H GW4869 significantly 
increased deposition of CTB in the extracellular space (p < 0.001). Ctrl N = 21 replicates, GW4869 N = 12 replicates. Statistics: (C, E, G) Kruskal–Wallis 
test, Dunn’s post-hoc comparisons, (F, H) t-test
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However, studies also indicate that the percentage of 
donor cells that survive after transplantation is low [47]. 
Based on our data, we propose that transplantation 

efficiency might be increased by reducing pro-phagocy-
totic signals such as phosphatidylserine in donor cells.

Similar to our findings, others have previously shown 
that nSMase2 accumulates in RGCs derived from hPSCs 

Fig. 4 (See legend on previous page.)
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and rodent RGCs in whole mount retinas, and incubat-
ing cells in GW4869 significantly reduces nSMase activ-
ity, which likely diminished nSMase2 immunolabeling in 
our hRGCs (Fig.  1A-C) [35, 48]. Notably, we found that 

short-term inhibition of nSMase by GW4869 produced 
a stronger effect on nSMase2 expression in  vivo (-30%) 
compared to in vitro (-12%) (Figs. 1A-C and S2A, B). The 
more pronounced effect of GW4869 on nSMase2 in  vivo 

Fig. 5 Prolonged exposure to GW4869 degrades CTB uptake and promotes visual tissue degeneration. A Example confocal micrographs 
from whole-mount retinas immunolabeled against BRN3A (magenta) following intravitreal injection of DMSO (left) or GW4869 for 20 days. Two 
days prior to endpoint, CTB (cyan) was intravitreally injected. B GW4869 significantly decreased density of BRN3A-positive RGCs (p = 0.0303) and (C) 
reduced CTB uptake by RGCs (p = 0.0005). N = 5 DMSO-treated retinas and 6 GW4869-treated retinas. D Example images of SC immunolabeled 
against NeuN following intravitreal injection of DMSO or GW4869. E GW4869 significantly reduced the density of NeuN-positive cells in the SC 
(p = 0.0043). N = 6 DMSO/saline treated animals and 9 GW4869/saline treated animals. (F, top) Confocal image of coronal section of superior 
colliculus (SC) following intravitreal injection of DMSO (left eye) or saline (right eye) and CTB. (F, bottom) Confocal images of SC following injection 
of GW4869 (left eye) or saline (right eye) and CTB. G Reconstructed heat map of fluorescence intensity of CTB in SC of a DMSO-treated eye (top) 
and a GW4869-treated eye (bottom). (H) GW4869 significantly blunted the percent of intact anterograde axonal transport of CTB to the SC 
(p = 0.0079). N = 5 DMSO/saline and 5 GW4869/saline animals. Statistics: (B, C, E) Mann–Whitney test, (H) t-test. Data presented as mean ± sem
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indicates non-cell autonomous interactions. As expected, 
similar to the previous studies, we found that inhibition of 
nSMase by GW4869 reduced ceramide labeling in hRGCs 
(Fig.  1D-F) [35]. We suspect that inhibition of nSMase 
decreased the concentration of hydrophobic ceramide-
rich platforms within plasma membranes [49]. Also, we 
observed that inhibition of nSMase enhanced expression of 
GM1 ganglioside but did not significantly affect GM1-asso-
ciated ceramide (Fig. 1D-H). Others have found that SMase 
activity reduces the area of lipid rafts, and this reduction in 
area increases the density of smaller GM1 gangliosides [50]. 
Using the inverse pharmacologic approach of inhibiting 
nSMase activity, our data corroborated this finding.

Furthermore, one day after intraocular injection of 
GW4869, we observed increased GM1 in flat mount 
retinas (Fig. S2C, D), providing additional evidence that 
that inhibiting nSMase activity increases accumulation 
of GM1 ganglioside in the near term. This increase in 
GM1 ganglioside may be a neuroprotective compensa-
tory response to the reduction in ceramide to maintain 
plasma membrane fluidity and potentiate responses to 
BDNF [26, 27, 51, 52]. If the latter is true, this compen-
satory GM1 enhancement does not require BDNF (exog-
enous BDNF was not included in our culture medium), 
but BDNF may be needed for short-term neuroprotec-
tion. Following prolonged exposure to GW4869 in vivo, 
we observed a reduction in CTB uptake by mouse RGCs 
and cell loss, suggesting that either the transient enhance-
ment in GM1 does not provide enduring neuroprotec-
tion or simply CTB is reduced due to cell loss (Fig. 5A-C).

Several investigations have provided evidence that 
inhibiting nSMase activity decreases the biogenesis of 
exosomes produced through the ceramide-dependent 
pathway [11, 25, 53, 54]. Similarly, here, we found that 
GW4869 produced a 90 nm increase in the peak density 
of extracellular particle size in the 100,000 × g sediment 
(Fig. 2B, C). This finding suggests that the 100,000 × g pel-
let from DMSO-treated cells contained exosomes. How-
ever, differential centrifugation alone may not isolate a 
pure collection of exosomes [55, 56]. In future studies, we 
will attempt to increase the purity of exosomes by imple-
menting the cushion-density gradient ultracentrifugation 
strategy [55].

A previous report indicated that inhibition of nSMase 
activity by application of GW4869 or nSMase knock-
down not only reduced the concentration of small EVs, 
but also enhanced the concentration of large EV gener-
ated by outer plasma membrane blebbing [12]. Here, we 
provide additional proof for this phenomenon. Our data 
indicate that GW4869 significantly enhanced the genera-
tion of large extracellular particles in both the 10,000 and 
100,000 × g sediments (Fig.  2B, C). This result suggests 
that our 100,000 × g sediment from GW4869-treated 

cells also contained microvesicles. In addition to 
microvesicles, this sediment contained protein labeling 
for ANXA5, which is an indicator of apoptotic bodies 
[1]. Thus, GW4869 appears to not only reduce the bio-
genesis of exosomes but also increases the concentration 
of microvesicles and apoptosis-related particles in the 
100,000 × g sediment.

Increased SMase activity is related to several diseases, 
and many studies have found that stress-related stimuli 
evoke SMase activity that promotes ceramide-dependent 
apoptosis [57–60]. However, here, we found inhibition 
of nSMase activity by GW4869 significantly increased 
apoptosis based on ANXA5 western blot and on pSIVA 
labeling (Figs. S3; 3A,B). This finding likely indicates that 
a disturbance in lipid metabolism and EV milieu will have 
detrimental effects on cell viability regardless if sphin-
golipid metabolism is increased or reduced [61].

Interestingly, when we exchanged the original medium 
for fresh medium, removing many of the apoptotic par-
ticles, in the GW4869-treated cultures, we observed 
on-going apoptosis (i.e., increased pSIVA intensity over 
time) was abolished (Fig.  3A-C). This finding suggests 
that apoptotic particles promote apoptosis. However, 
based solely on this set of experiments, it remains unclear 
if the increase in larger EVs, reduction in smaller EVs, or 
reconfiguration of membrane-associated lipids produced 
by GW4869 treatment increased apoptosis. Despite these 
short-comings, we provide visual evidence that inhibition 
of nSMase increases apoptosis, and interestingly, apop-
totic particles invade or adhere to viable cells promoting 
Wallerian-like degeneration (Fig. 3D, E) [19, 62].

Other investigators have reported intercellular traffick-
ing of mitochondria via EVs that functionally integrate 
into the target cell [43, 63, 64]. Our data also provide 
proof for physiologic cell-to-cell trafficking of mitochon-
dria. Using our coculture approach (Fig.  4A), we found 
cells donate mitochondria to neighboring cells, and in 
some images, we noticed mitochondria in the extracel-
lular space (Fig.  4C). Compared to intracellular mito-
chondria in treated and naïve cells, mitochondria in the 
extracellular space appeared smaller, suggesting these 
might be degraded mitochondria ejected from cells 
that would normally be removed by phagocytes in  vivo 
[65]. Application of GW4869 reduced mitochondrial-
labeling in cells directly treated, and enhanced accumu-
lation of mtSOX in both treated and cocultured naïve 
cells (Fig.  4C-F). Therefore, we predict that GW4869 
decreased the number of viable mitochondria that could 
be labeled by MitoTracker. Moreover, our data indicates 
that inhibition of nSMase by GW4869 enhanced mito-
chondria labeled by mtSOX not only in cells directly 
treated but also in cocultured naïve cells. These results 
suggest that perturbing the metabolism of sphingolipids 
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influences not only the cells treated with GW4869 but 
also naïve cells in the coculture. In future experiments, 
we will determine if the uptake of mitochondrial reactive 
oxygen species by naïve cells impacts viability.

Finally, we determined the influence of GW4869 on 
RGC and SC neuron density and RGC axon transport to 
the SC. Inhibition of nSMase by GW4869 reduced RGC 
bodies in the retina and the density of neurons in the SC 
(Fig. 5A-E). This frank degeneration is likely subsequent 
to degradation of RGC axon transport, which was 2-3X 
more dramatic, similar to the progression of glaucoma-
tous axonopathy (Fig. 5F-H) [19, 21]. Our findings indi-
cate that inhibition of nSMase by GW4869 produces 
both near-term effects on RGC density and axon trans-
port that significantly effects upstream SC neuron den-
sity. Taken together, we predict that localized treatment 
with GW4869 reduces exosomes and increases large 
apoptotic particles, promoting RGC degeneration, and 
SC neurons are lost due to deficits in RGC axon function.
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Additional file1: Movie 1. tdTomato-expressing hRGCs labeled with 
pSIVA in control medium. Movie 2. hRGCs labeled with pSIVA follow-
ing 3 h in GW4869. Movie 3. hRGCs labeled with pSIVA after 24 h in 
GW4869. Movie 4. DMSO treated hRGCs labeled with MitoTracker 
and CTB cocultured with naïve cells. Movie 5. GW4869 treated hRGCs 
labeled with MitoTracker and CTB cocultured with naïve cells. Figure S1. 
Confirmation of nSMase2 antibody selectivity and ceramide localization. 
(A) Example confocal images show punctate expression and localization 
of nSMase2 immunolabeling in the soma of hRGCs. (B) hRGCs incubated 
with only the appropriate secondary antibody shows the selectivity of 
the nSMase2 antibody. (C) Incubation of hRGCs with the fluorescently 
labeled C6-NBD ceramide shows localization of ceramide to the soma of 
hRGCs, Figure S2. Intraocular injection of GW4869 reduces nSMase2 and 
enhances GM1 immunofluorescence in the RGC layer of whole-mount 
retinas. (A) Confocal images of whole-mount mouse retinas follow-
ing intraocular injection of either DMSO (left) or 10 µM GW4869 (right) 
immunolabeled against RBPMS (green) and nSMase2 (magenta). (B) After 
24 h of DMSO or GW4869 treatment, nSMase2 immunofluorescence 
significantly decreased (p = 0.0444). N = 3 retinas for each condition 
from 3 mice. (C) Example images of mouse whole-mount retinas labeled 
for GM1 ganglioside (red), TUJ1 (green), and RBPMS (blue) one day after 
intraocular DMSO or GW4869. Insets show orthogonal rotations of each 
en face image. GW4869 significantly increased GM1 labeling in the RGC 
layer (p = 0.0237).  Statistics: Paired t-tests. Figure S3. GW4869 treatment 
increases ANXA5 expression in small EVs from hRGCs. Western blot image 
shows an increase in band size from small EVs collected from GW4869 
treated hRGCs compared to controls. Analysis of the western blot shows 
a significant increase in ANXA5-positive apoptotic bodies in small EVs fol-
lowing treatment with GW4869 (*p=0.0115, n=2). Statistics: t-test. Figure 
S4. Confirmation of transition from apoptotic initiation to end-stage 
apoptosis. Example confocal micrograph shows the overlap in signal of 
pSIVA (green) and propidium iodide (PI, magenta) over time in ARPE-19 
cells, indicating the progression from the early initiation of apoptosis to 
end stage apoptosis. Figure S5. Confirmation of intercellular mitochon-
drial transfer. After 24 h in vitro, tdTomato-expressing hRGCs (orange) 
were treated with CTB-647 (Magenta) and CellLight Mitochondria-GFP 
(Mito, green). After repeated medium exchanges to remove residual CTB 
and Mito labeling, naïve tdTomato-expressing hRGCs, without CTB-647 
and Mito labeling, were cocultured. After 24 h in coculture, samples were 

imaged by confocal microscopy. Figure S6. Inhibition of aSMase does not 
influence mitochondria or CTB labeling. (A) Example confocal images of 
CTB-labeled (green) tdTomato-positive cells (orange) with mitochondria 
labeled with MitoTracker (magenta) directly treated with desipramine and 
cocultured with naïve cells (tdTomato-labeling with sparse CTB labeling). 
(B) Inhibition of aSMase with desipramine did not significantly affect 
mitochondrial labeling in treated (p > 0.9999) or naïve cells (p = 0.5054). 
(C) Desipramine did not significantly influence CTB uptake in cells directly 
treated (p > 0.9999) or in cocultured naïve cells compared to controls (p 
= 0.229). N = 25 cells directly treated with desipramine and 25 naïve cells 
from 3-4 replicates. Statistics: Kruskal-Wallis tests.

Acknowledgements
We wish to thank Brian Carlson for general laboratory assistance and Purnima 
Ghose for help with immunocytochemistry and immunohistochemistry.

Authors’ contributions
Conceptualization: MLR, MR; Data curation: MLR, MR; Formal analysis: MLR, MR; 
Funding acquisition: MLR, XC, DJZ, DJC; Methodology: MLR, MR, NRM, BSK; 
Project administration: MLR, DJC; Resources: XC, DJZ; Supervision: MLR, DJC; 
Validation: MLR, MR, NRM; Visualization: MLR, MR; Writing – original draft: MLR; 
Writing – review & editing: MLR, NRM, BSK, XC, DJC.

Funding
This project was supported by the Potocsnak Vision Research Center (Van-
derbilt Eye Institute), Research to Prevent Blindness (Vanderbilt Eye Institute, 
Wilmer Eye Institute), U24-EY029903 (DJC, DJZ), BrightFocus Foundation 
(G2022011S, MLR), Gilbert Family Foundation (DJZ), R00EY029011 (XC), 
P30-EY026877 (DJC). This work was supported in part using the resources of 
the Center for Extracellular Vesicle Research at Vanderbilt University, directed 
by Alissa M. Weaver, M.D., Ph.D.

Availability of data and materials
The datasets used and analyzed during the current study are available from 
the corresponding authors on reasonable request.

Declarations

Ethics approval and consent to participate
All of the experimental protocols have been approved by the Vanderbilt 
University Medical Center IACUC.

Consent for publication
Not applicable.

Competing interests
The authors declare no competing interests.

Author details
1 Department of Ophthalmology and Visual Sciences, Vanderbilt Eye Institute, 
Vanderbilt University Medical Center, AA7103 MCN/VUIIS, 1161 21st Ave S., 
Nashville, TN 37232, USA. 2 Present Address: Department of Foundational 
Medical Studies, Eye Research Center, Oakland University William Beaumont 
School of Medicine, 369 Dodge Hall, 118 Library Dr., Rochester, MI 48309, USA. 
3 Department of Ophthalmology, Wilmer Eye Institute, Johns Hopkins Univer-
sity School of Medicine, Baltimore, MD 21287, USA. 

Received: 8 June 2023   Accepted: 22 August 2023

References
 1. Jeppesen DK, Zhang Q, Franklin JL, Coffey RJ. Extracellular vesicles and 

nanoparticles: emerging complexities. Trends Cell Biol. 2023;33:667–81.
 2. Patel B, Patel J, Cho JH, Manne S, Bonala S, Henske E, Roegiers F, 

Markiewski M, Karbowniczek M. Exosomes mediate the acquisition of the 

https://doi.org/10.1186/s12964-023-01291-1
https://doi.org/10.1186/s12964-023-01291-1


Page 16 of 17Risner et al. Cell Communication and Signaling          (2023) 21:305 

disease phenotypes by cells with normal genome in tuberous sclerosis 
complex. Oncogene. 2016;35:3027–36.

 3. Krämer-Albers EM, Bretz N, Tenzer S, Winterstein C, Möbius W, Berger H, 
Nave KA, Schild H, Trotter J. Oligodendrocytes secrete exosomes contain-
ing major myelin and stress-protective proteins: Trophic support for 
axons? Proteomics Clin Appl. 2007;1:1446–61.

 4. Gong J, Körner R, Gaitanos L, Klein R. Exosomes mediate cell contact-
independent ephrin-Eph signaling during axon guidance. J Cell Biol. 
2016;214:35–44.

 5. Antonucci F, Turola E, Riganti L, Caleo M, Gabrielli M, Perrotta C, Novellino 
L, Clementi E, Giussani P, Viani P, et al. Microvesicles released from micro-
glia stimulate synaptic activity via enhanced sphingolipid metabolism. 
Embo j. 2012;31:1231–40.

 6. Budnik V, Ruiz-Cañada C, Wendler F. Extracellular vesicles round off com-
munication in the nervous system. Nat Rev Neurosci. 2016;17:160–72.

 7. Crescitelli R, Lässer C, Szabó TG, Kittel A, Eldh M, Dianzani I, Buzás EI, 
Lötvall J. Distinct RNA profiles in subpopulations of extracellular vesicles: 
apoptotic bodies, microvesicles and exosomes. J Extracell Vesicles. 2013, 
2.

 8. Halicka HD, Bedner E, Darzynkiewicz Z. Segregation of RNA and separate 
packaging of DNA and RNA in apoptotic bodies during apoptosis. Exp 
Cell Res. 2000;260:248–56.

 9. Antoniou A, Auderset L, Kaurani L, Sebastian E, Zeng Y, Allahham M, 
Cases-Cunillera S, Schoch S, Gruendemann J, Fischer A, Schneider A. 
Neuronal extracellular vesicles and associated microRNAs induce circuit 
connectivity downstream BDNF. Cell Rep. 2023;42: 112063.

 10. Thompson AG, Gray E, Heman-Ackah SM, Mäger I, Talbot K, Andaloussi SE, 
Wood MJ, Turner MR. Extracellular vesicles in neurodegenerative disease - 
pathogenesis to biomarkers. Nat Rev Neurol. 2016;12:346–57.

 11. Trajkovic K, Hsu C, Chiantia S, Rajendran L, Wenzel D, Wieland F, Schwille 
P, Brügger B, Simons M. Ceramide triggers budding of exosome vesicles 
into multivesicular endosomes. Science. 2008;319:1244–7.

 12. Menck K, Sönmezer C, Worst TS, Schulz M, Dihazi GH, Streit F, Erdmann G, 
Kling S, Boutros M, Binder C, Gross JC. Neutral sphingomyelinases control 
extracellular vesicles budding from the plasma membrane. J Extracell 
Vesicles. 2017;6:1378056.

 13. Verderio C, Gabrielli M, Giussani P. Role of sphingolipids in the bio-
genesis and biological activity of extracellular vesicles. J Lipid Res. 
2018;59:1325–40.

 14. Tepper AD, Ruurs P, Wiedmer T, Sims PJ, Borst J, van Blitterswijk WJ. 
Sphingomyelin hydrolysis to ceramide during the execution phase of 
apoptosis results from phospholipid scrambling and alters cell-surface 
morphology. J Cell Biol. 2000;150:155–64.

 15. Mead B, Ahmed Z, Tomarev S. Mesenchymal Stem Cell-Derived Small 
Extracellular Vesicles Promote Neuroprotection in a Genetic DBA/2J 
Mouse Model of Glaucoma. Invest Ophthalmol Vis Sci. 2018;59:5473–80.

 16. Mead B, Tomarev S. Bone marrow-derived mesenchymal stem cells-
derived exosomes promote survival of retinal ganglion cells through 
miRNA-Dependent Mechanisms. Stem Cells Transl Med. 2017;6:1273–85.

 17. Fayazi N, Sheykhhasan M, SoleimaniAsl S, Najafi R. Stem cell-derived 
exosomes: a new strategy of neurodegenerative disease treatment. Mol 
Neurobiol. 2021;58:3494–514.

 18. Pease ME, McKinnon SJ, Quigley HA, Kerrigan-Baumrind LA, Zack DJ. 
Obstructed axonal transport of BDNF and its receptor TrkB in experimen-
tal glaucoma. Invest Ophthalmol Vis Sci. 2000;41:764–74.

 19. Risner ML, Pasini S, McGrady NR, D’Alessandro KB, Yao V, Cooper ML, 
Calkins DJ. Neuroprotection by Wld(S) depends on retinal ganglion cell 
type and age in glaucoma. Mol Neurodegener. 2021;16:36.

 20. Risner ML, Pasini S, Cooper ML, Lambert WS, Calkins DJ. Axogenic mecha-
nism enhances retinal ganglion cell excitability during early progression 
in glaucoma. Proc Natl Acad Sci U S A. 2018;115:E2393-e2402.

 21. Crish SD, Sappington RM, Inman DM, Horner PJ, Calkins DJ. Distal 
axonopathy with structural persistence in glaucomatous neurodegenera-
tion. Proc Natl Acad Sci U S A. 2010;107:5196–201.

 22. Quintero H, Shiga Y, Belforte N, Alarcon-Martinez L, El Hajji S, Villafranca-
Baughman D, Dotigny F, Di Polo A. Restoration of mitochondria axonal 
transport by adaptor Disc1 supplementation prevents neurodegenera-
tion and rescues visual function. Cell Rep. 2022;40:111324.

 23. Takihara Y, Inatani M, Eto K, Inoue T, Kreymerman A, Miyake S, Ueno S, 
Nagaya M, Nakanishi A, Iwao K, et al. In vivo imaging of axonal transport 

of mitochondria in the diseased and aged mammalian CNS. Proc Natl 
Acad Sci U S A. 2015;112:10515–20.

 24. Gupta V, You Y, Li J, Gupta V, Golzan M, Klistorner A, van den Buuse M, Gra-
ham S. BDNF impairment is associated with age-related changes in the 
inner retina and exacerbates experimental glaucoma. Biochim Biophys 
Acta. 2014;1842:1567–78.

 25. Catalano M, O’Driscoll L. Inhibiting extracellular vesicles formation and 
release: a review of EV inhibitors. J Extracell Vesicles. 2020;9:1703244.

 26. Fadda E, Negro A, Facci L, Skaper SD. Ganglioside GM1 cooperates with 
brain-derived neurotrophic factor to protect dopaminergic neurons 
from 6-hydroxydopamine-induced degeneration. Neurosci Lett. 
1993;159:147–50.

 27. Choi JS, Kim JA, Joo CK. Activation of MAPK and CREB by GM1 induces 
survival of RGCs in the retina with axotomized nerve. Invest Ophthalmol 
Vis Sci. 2003;44:1747–52.

 28. Risner ML, Pasini S, McGrady NR, Calkins DJ. Bax Contributes to Retinal 
Ganglion Cell Dendritic Degeneration During Glaucoma. Mol Neurobiol. 
2022;59:1366–80.

 29. Sluch VM, Chamling X, Liu MM, Berlinicke CA, Cheng J, Mitchell KL, 
Welsbie DS, Zack DJ. Enhanced stem cell differentiation and Immunopu-
rification of genome engineered human retinal ganglion cells. Stem Cells 
Transl Med. 2017;6:1972–86.

 30. Risner ML, Pasini S, Chamling X, McGrady NR, Goldberg JL, Zack DJ, 
Calkins DJ. Intrinsic Morphologic and Physiologic Development of 
Human Derived Retinal Ganglion Cells In Vitro. Transl Vis Sci Technol. 
2021;10:1.

 31. Boal AM, McGrady NR, Chamling X, Kagitapalli BS, Zack DJ, Calkins DJ, 
Risner ML. Microfluidic Platforms Promote Polarization of Human-Derived 
Retinal Ganglion Cells That Model Axonopathy. Transl Vis Sci Technol. 
2023;12:1.

 32. McGrady NR, Holden JM, Ribeiro M, Boal AM, Risner ML, Calkins DJ. Axon 
hyperexcitability in the contralateral projection following unilateral optic 
nerve crush in mice. Brain Commun. 2022;4:fcac251.

 33. Risner ML, McGrady NR, Pasini S, Lambert WS, Calkins DJ. Elevated ocular 
pressure reduces voltage-gated sodium channel NaV1.2 protein expres-
sion in retinal ganglion cell axons. Exp Eye Res. 2020;190:107873.

 34. Patel MR, Weaver AM. Astrocyte-derived small extracellular vesicles pro-
mote synapse formation via fibulin-2-mediated TGF-β signaling. Cell Rep. 
2021;34: 108829.

 35. Kim SK, Ahn KH, Jeon HJ, Lee DH, Jung SY, Jung KM, Kim DK. Purifica-
tion of neutral sphingomyelinase 2 from bovine brain and its calcium-
dependent activation. J Neurochem. 2010;112:1088–97.

 36. Fan J, Liu J, Liu J, Angel PM, Drake RR, Wu Y, Fan H, Koutalos Y, Crosson CE. 
Sphingomyelinases in retinas and optic nerve heads: Effects of ocular 
hypertension and ischemia. Exp Eye Res. 2022;224:109250.

 37. Kolesnick RN, Clegg S. 1,2-Diacylglycerols, but not phorbol esters, activate 
a potential inhibitory pathway for protein kinase C in GH3 pituitary 
cells. Evidence for involvement of a sphingomyelinase. J Biol Chem. 
1988;263:6534–7.

 38. Stancevic B, Kolesnick R. Ceramide-rich platforms in transmembrane 
signaling. FEBS Lett. 2010;584:1728–40.

 39. Sonnino S, Mauri L, Chigorno V, Prinetti A. Gangliosides as components of 
lipid membrane domains. Glycobiology. 2007;17:1r–13r.

 40. Kim YE, Chen J, Langen R, Chan JR. Monitoring apoptosis and neuronal 
degeneration by real-time detection of phosphatidylserine externaliza-
tion using a polarity-sensitive indicator of viability and apoptosis. Nat 
Protoc. 2010;5:1396–405.

 41. Kim YE, Chen J, Chan JR, Langen R. Engineering a polarity-sensitive bio-
sensor for time-lapse imaging of apoptotic processes and degeneration. 
Nat Methods. 2010;7:67–73.

 42. Maes ME, Schlamp CL, Nickells RW. BAX to basics: How the BCL2 gene 
family controls the death of retinal ganglion cells. Prog Retin Eye Res. 
2017;57:1–25.

 43. Amari L, Germain M. Mitochondrial Extracellular Vesicles - Origins and 
Roles. Front Mol Neurosci. 2021;14:767219.

 44. Holmgren J, Lönnroth I, Månsson J, Svennerholm L. Interaction of cholera 
toxin and membrane GM1 ganglioside of small intestine. Proc Natl Acad 
Sci U S A. 1975;72:2520–4.

 45. Lin B, McLelland BT, Aramant RB, Thomas BB, Nistor G, Keirstead HS, Seiler 
MJ. Retina Organoid Transplants Develop Photoreceptors and Improve 



Page 17 of 17Risner et al. Cell Communication and Signaling          (2023) 21:305  

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

Visual Function in RCS Rats With RPE Dysfunction. Invest Ophthalmol Vis 
Sci. 2020;61:34.

 46. Zhang X, Tenerelli K, Wu S, Xia X, Yokota S, Sun C, Galvao J, Venugopalan P, 
Li C, Madaan A, et al. Cell transplantation of retinal ganglion cells derived 
from hESCs. Restor Neurol Neurosci. 2020;38:131–40.

 47. Zhang KY, Aguzzi EA, Johnson TV. Retinal Ganglion Cell Transplantation: 
Approaches for Overcoming Challenges to Functional Integration. Cells. 
2021;10:1426.

 48. Fan X-L, Zhang Y, Li X, Fu Q-L. Mechanisms underlying the protective 
effects of mesenchymal stem cell-based therapy. Cell Mol Life Sci. 
2020;77:2771–94.

 49. Grassmé H, Riethmüller J, Gulbins E. Biological aspects of ceramide-
enriched membrane domains. Prog Lipid Res. 2007;46:161–70.

 50. Lee HR, Choi SQ. Sphingomyelinase-Mediated Multitimescale Cluster-
ing of Ganglioside GM1 in Heterogeneous Lipid Membranes. Adv Sci 
(Weinh). 2021;8:e2101766.

 51. Chiricozzi E, Lunghi G, Di Biase E, Fazzari M, Sonnino S, Mauri L. GM1 
Ganglioside Is A Key Factor in Maintaining the Mammalian Neuronal 
Functions Avoiding Neurodegeneration. Int J Mol Sci. 2020;21:868.

 52. Valdomero A, Perondi MC, Orsingher OA, Cuadra GR. Exogenous GM1 
ganglioside increases accumbal BDNF levels in rats. Behav Brain Res. 
2015;278:303–6.

 53. Kosaka N, Iguchi H, Yoshioka Y, Takeshita F, Matsuki Y, Ochiya T. Secretory 
mechanisms and intercellular transfer of microRNAs in living cells. J Biol 
Chem. 2010;285:17442–52.

 54. Dinkins MB, Dasgupta S, Wang G, Zhu G, Bieberich E. Exosome reduction 
in vivo is associated with lower amyloid plaque load in the 5XFAD mouse 
model of Alzheimer’s disease. Neurobiol Aging. 2014;35:1792–800.

 55. Li K, Wong DK, Hong KY, Raffai RL. Cushioned-Density Gradient Ultra-
centrifugation (C-DGUC): A Refined and High Performance Method for 
the Isolation, Characterization, and Use of Exosomes. Methods Mol Biol. 
2018;1740:69–83.

 56. Cheng L, Zhang K, Qing Y, Li D, Cui M, Jin P, Xu T. Proteomic and lipidomic 
analysis of exosomes derived from ovarian cancer cells and ovarian 
surface epithelial cells. J Ovarian Res. 2020;13:9.

 57. Shamseddine AA, Airola MV, Hannun YA. Roles and regulation of neutral 
sphingomyelinase-2 in cellular and pathological processes. Adv Biol 
Regul. 2015;57:24–41.

 58. Wong ML, Xie B, Beatini N, Phu P, Marathe S, Johns A, Gold PW, Hirsch 
E, Williams KJ, Licinio J, Tabas I. Acute systemic inflammation up-
regulates secretory sphingomyelinase in vivo: a possible link between 
inflammatory cytokines and atherogenesis. Proc Natl Acad Sci U S A. 
2000;97:8681–6.

 59. Claus RA, Bunck AC, Bockmeyer CL, Brunkhorst FM, Lösche W, Kinscherf R, 
Deigner HP. Role of increased sphingomyelinase activity in apoptosis and 
organ failure of patients with severe sepsis. Faseb j. 2005;19:1719–21.

 60. Empinado HM, Deevska GM, Nikolova-Karakashian M, Yoo JK, Christou 
DD, Ferreira LF. Diaphragm dysfunction in heart failure is accompanied by 
increases in neutral sphingomyelinase activity and ceramide content. Eur 
J Heart Fail. 2014;16:519–25.

 61. Young SA, Mina JG, Denny PW, Smith TK. Sphingolipid and cera-
mide homeostasis: potential therapeutic targets. Biochem Res Int. 
2012;2012:248135.

 62. Coleman M. Axon degeneration mechanisms: commonality amid diver-
sity. Nat Rev Neurosci. 2005;6:889–98.

 63. Murray LMA, Krasnodembskaya AD. Concise Review: Intercellular 
Communication Via Organelle Transfer in the Biology and Therapeutic 
Applications of Stem Cells. Stem Cells. 2019;37:14–25.

 64. D’Souza A, Burch A, Dave KM, Sreeram A, Reynolds MJ, Dobbins DX, 
Kamte YS, Zhao W, Sabatelle C, Joy GM, et al. Microvesicles transfer mito-
chondria and increase mitochondrial function in brain endothelial cells. J 
Control Release. 2021;338:505–26.

 65. Rosina M, Ceci V, Turchi R, Chuan L, Borcherding N, Sciarretta F, Sánchez-
Díaz M, Tortolici F, Karlinsey K, Chiurchiù V, et al. Ejection of damaged 
mitochondria and their removal by macrophages ensure efficient ther-
mogenesis in brown adipose tissue. Cell Metab. 2022;34:533-548.e512.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.


	Neutral sphingomyelinase inhibition promotes local and network degeneration in vitro and in vivo
	Abstract 
	Background 
	Methods 
	Results 
	Conclusion 

	Background
	Materials and methods
	Animals
	In vivo pharmacology and neural tracing
	Cell line and culture conditions
	Immunocytochemistry, immunohistochemistry, and imaging
	Image analysis
	Extracellular vesicle isolation and particle analysis
	Western blot
	Data analysis

	Results
	Discussion
	Anchor 19
	Acknowledgements
	References


